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[Abstract] In the study of human diseases, animal models play a critical role in medical research. The
immunological and physiological similarities between non-human primates and humans have prompted non-human primate
models to be used to study virus pathogenesis, immunity, and the efficacy of vaccines and drugs. They play an
indispensable role in the study of human viral infectious diseases, including emerging new viruses, such as SARS-CoV-2.
In this article, we focus on the research progress in non-human primates as experimental animal models of several important
human viral infectious diseases, including the important role of non-human primates in the study of SARS-CoV-2.
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Table 1 Major advantages of non-human primate models for the areas of biomedical research

W R AR KRR
Area of research Advantages of non-human primates models
e rEpdin TEAL Y P I e LA A 5 I

Infectious disease ~ Very susceptible to infectious diseases

A FE AR B 5 T A4 N 23 AU 5 NS TR] 0 SC PR AL, (04 T T B st B0 SE T RE 1B AN BAE 9 A B A R LA

Endocrine regulation in reproductive physiology has the same key characteristics as humans, including hypothalamic feedback,

ovarian function, physiology of the uterus and vagina, pregnancy, and the establishment and control of menopause

HRTH A L s 2 ) ST P 4 T
Reproductive
s T PE ZR G R TT AT T 5 A2 A B
Immunology Most similar to humans in terms of the development and maturity of the immune system

MRl

NHP RARAE LA 5 -5 A B IR AR 56 AR, (475 A ol A= B Bl JB 28 S0 ) it R B A 450 1 B R R BB I T2 1

NHP brain is very similar to the human brain in several aspects, including electrophysiology, the number and density of cortical

Neuroscience neurons, the size of the frontal prefrontal cortex, and myelination
2y HA 5 MR 2 HUE e I T AT 2 A A28 5 45
Pharmacology Has drug sensitivity similar to humans, and is used to study individual differences in drugs
{2 5N BATARTR AR5 T8 B A S A S AR 35 A A, 40 47 A 197 R AR S M L I RE PR KILK3 46
i Have the same basic genetic process related to specific diseases as humans, such as the production of the prostate specific
Genetics .
antigen gene KLK3
I 5 FAEFL S PIAR L, NHP B R MARXTBR, % TSR AR A LA TR R B4 {E
. Compared with other mammals, NHP has a relatively large brain, which is of infinite value for testing human cognitive
Cognition .
evolution models
sy 5N A B Dl A Ml Ak T AR P S R, 0 A A T R BB SR R A N 22 S Ty X
! It is more similar to the specialization of human brain functions related to aging, such as the nucleus, the projection pathways of
Senescence . . .
the hippocampus, and the innervation method
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Behavior Similar to the complexity of human society and environment, enabling sociological and psychological research in

behavioral sciences
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Figure 1 Non-human Primate virus infection model
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